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GGAGTCGACCCACGCCTCCCCAGGCCTGAGGAA. 



V S F T N 



51 
16E 



71 
2<E 



CC ATC TCT CCA TCC CCG ACC GCC CTC TTC TGT CTT 66 

CGG CTG TCT CTG GGG CGT CTC CCA CCC CAC ACT CcV CCC CTC CCC AAC CCC TCC Ore CAG ^ 

ccr crc ccc ago tcc ctc ctc ccc ctc cL aac cca ctc acc ctc c£c tcc cac- cc, cct 
ccc ccc ctc cac crc Jc ccc crc c*c aac ctc act tcc acc ago tag cac gat cac cca 

CTC CTC TTC ATC CCG CCC ATC AAG AGA AGT CTG CCT CGA CCC TAC CCC TCC TCC TAC CAG 
AAC CGA AGC CTC TOG TCC CTC CCC ACC CAC CAC CTG CAC CTC CTT. GCC ACG CGA GTT TTT ' 3 "e 

CCC AAA CCC TCC CTC TCA CCC CAC CCC GCC CCG CCG CTG TCC TCA CGA CCC CAC GTA ACC III 

CTA cXc TGT CAC ACT CCG tIt CCC TTT CAC CAA TTT CCT CTC TAC AAC CAA GGG CAC CCT III 

APYKN PERWYRAS F PI 
CCC CCC TAC AAG AAT CCC CAC AGA TCC TAC CCC CCT ACT TTC CCC ATC ATC ACC GTG ACC 5 4 £ 

GCC CCC CAC ACC CCA ACC TAC CCA TCC TAC ACC TTC TCC ACC AGC CAC CCA TAC CTG TGG 606 

*Sr APSDPLE LVVTGTSVTP£R 211 
CCC AGC CAC CCC CAG CTT CTC CTC ACA GCA ACC TCT GTG ACC CCC AGC CCC €68 

LPte ppssvaefsea 



SI 
308 



TTA CCA ACA CAA CCA CCT TCC TCC GTA CCA CAA TTC TCA CAA GCC ACC CCT GAA CTG ACC 728 



K V F T T E T S'R S X T T * *S P ' 2S1 
GTC TCA TTC ACA AAC AAA CTC TTC ACA ACT CAC ACT TCT AGG AGT ATC ACC ACC ACT CCA 76 8 

^ JL * J P A G P A R « Y Y T K G N t V 271 



AAG GAG TCA GAC TCT CCA GOT GGT CCT GCC CCC CAG TAC TAC ACC AAG GCC AAC CTG GTC 

K1C *'CAVII,IILACFI,A ED"W 291 
CGG ATA TCC CTC GGG GCT GTG ATC CTA ATA ATC CTG GOG GGG TTT CTG GCA GAG* GAC TGG 



soe 



r ^ n s ^ Rkr l . r * h rg r A V Q R p Xj P P 311 
CAC AGC CGG AGG AAG CCC CTG CGG CAC AGG GCC AGG GCT GTG CAG AGG CCG CTT CCG CCC 



966 



JL. P Pl * p QTRKSHGG Q DGG RQD 331 

CTG CCG CCC CTC CCG CAG ACC CGG AAA TCA CAC GGG GGT CAG GAT GGA GGC CGA CAG GAT 1028 

VKSRCLCS* 340 

GTT CAC AGC CCC GGG TTA TGT TCA TCA 1055 



FIGURE 1a 
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ccrcrc^cco^GGCAcwrecr, 



CtTTGGAAGCAGGAGGGCAGfl 
•nXXJGCCAGTCTCTXrrxTTCTCTGl 



*TCCAACXKAGGCATCAT»3<^TC^ 

AAACGAGGCX^TXJCTGCCTCC^CTCCTGTTCCATCAGGGAGCCC 12 13 

^TC^CCTCTCTGTCTGAG^CACCC^CATTTGGGA^GAAGGA^ 12?2 
.<^«**CCTCCCT«^^ ^ 

TAACAAATCTCCTTTCCTC^^ ■ ^ 

agcacg^cccgcttccc^acattagaax^caagatcagcctgtgcaacatggtg; 

AACAAAAAAACACAAAAATTAGCCAGGTGTX3G7X;GTGCATCCCT ATACTIC CO AC 
ATCXXTTTCAGCCTC^AGGCACAGGTrrcCAG-reAGCTCAG 



3AAACCTCATCTCTACCAACAA 16e7 

''GCAACTCGGGGGGCTGAGCTGCGAGA 1766 

\GATCACACCACT^CACTCTAGCTXX>GGTGACGAAGCCTGA 16 45 

ccttgtctcaaaa>lAtacagggatgaatatgtcaattaccct^ 1S2< 

ATTGCTXJTCCACCCCATAAATATGTACAATTATGTATACATTTTTAAAATCATAAAAATAAGATAATGAA^ 200 3 
-^^^M^AAAAAGGGCGGGCCGCTAGACTAGTCTAGAGAACA 

2047 



FIGURE 1b 
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Cvz 




1 41 81 121 161 201 241 281 321 



ilS PSPTALFCLGLCLGRVPAQSG PLPKPSLQ ALPS SLVPLEKP VTLRCQG PPGVDLYRLE 
KCSSSRYQDQAVLFIPAMKRSI^GRYRCSYQNGSLV7SDPSI>QLEIiVATGVFAKPSLSAQP 
G PAVS SGG DVTLQCQTRYG FDQ FALYKEG D PAP YKNPERWYRAS FP I ITVTAAH SGTYRC 
YSFSSRDPYLWSAPSDPLEDWTGTSVTPSRLPTEPPS^ 

TETSRS ITTS PKES DS PAG PARQ YYTKGNLVRIC LG AVI LI I LAG FLAED WH S RRKRLRH 
HGRAVQRPI/PPLPPIjPQTRKSHGGQDGGRQDVHSRGLCS 



FIGURE 2 
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ALIGN calculate. * global a il gnaent of two 8e<I uencea 

> vii L s° 2 e o^ 0UPleaBe clte - M — * n - — - io t; 1S89) 

> hT268 ORF 1893 aa vs. 
scoring matrix: P^120. ra at, gap penalties: -12/-4 " 

' 7l identity; Global alignment score: -8 

inputs :™ri?%r c ~ A ^ 

™ CTC -~-cc A cccccc TCT ^ 

30 40 50 60 

80 90 100 no on 

CACCCCTCCCC^CCCCTCCC^ 

90 100 no 120 130 

/ <0 150 160 170 iso 190 200 

^"" ACCC --j^------c^«™--cIcc^;; cccccxcolc— -^c 

160 - 170 lfi0 

input5 ^™^ C ^ G : ^ 

190 200 210 220 2 30 240 

280 290 300 310 320 330 34 „ 

CCACCCTACCCCTCCTCCTAC--^^ 

260 270 280 290 300 310 



350 360 370 380 390 400 410 

Inputs G^C^^ATT CT ACAA^^«„^ gccctcc ^ cccctg ^^^^ mmt 

320 330 3 <0 3S0 36Q -,-, n 



420 430 440 4S0 460 470 Ann 

inputs 

CT^CXX^AC^CTCTC^GA^C^T^C^^^^ci^;;^^^ 

390 400 <«» 420 430 440 

490 . S00 510 S20 S30 S40 

inputs TCCCCOGCXCCCTG^ACn-CACAGCACCTCCACAGTGC^^rTCCACGCC^ 

:::::::: 

* litis. • 



FIGURE 3a 
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— GCACCCTC crvv-TA 

450 C ° C ^ A CAA 

460 



560 570 560 



590 600 610 £90 

input 3 G^CCCCAGCCACACGTGGAGCTTrArAT^rTiTT^^^. 

^CCTGTGGTCCCAC 



GAACCCCAGCCACACOTGGAGCTTCACATGCTATTACTATTATATGAACACCCCCCA 



GAATCCCGA C AGATGGTAC-CCGCC7ACT TT CCCCAT- 

470 480 <90 



500 



630 640 650 660 670 660 



inputs CCCACTCACCCCCTCGACATTCTCCCCTCAGCCCTCTCTACCAACCCCTCCCTCCTCACCCTG 



CAGGGCC 



CACGGTG ACCGCC CCCCACAC- 

S10 520 



700 710 720 730 740 750 760 

TCCGCTACGACAGATTTCTTCT 



inputs CTGTCCTGGCCCCTGGGCAGAGCCTG ACCCTCCACTCTCCCTCTC ATG 



CGGAACCTA CCCATC CTACAGC TTCT 

S3 ° S<0 5S0 

770 760 790 "0 810 620 830 

inputs CTATAAGGACGCGGAACCTGACTTCCTCCAGCGCCCTGGCCAGCACCCCCAGGCTCGGCTCTCCCAGGCC 



-CCAGCAG- 



840 850 860 e?0 680 890 900 

inputs AACTTCACCCTGGCCCCTCTGACCCCCTCCCACCCCCCCCAGTACAGCTGCTATGGTGCACACAACCTCT 



GGACCCA TACCT-- 

560 

910 920 930 9<0 9S0 960 970 

inputs CCTCCG AGTGGTCGGCCCCCAGCG ACCCCCTG AACATCCTGATGGCAGGACAG ATCTATGACACCGTCTC 



-GTGGTCXJGCCCCCAGCGACCCCCTCGA GOT TCTG - 



S70 S80 S90 600 

980 590 1000 1010 1020 1030 1040 

Input s cctgtcaccacagcccgcccc^cagtggcctcagg^^ 

- ' ' ' r - i : ::t*j: 
GTCA CAGGAACCTCTCTCACC 



CCCAGC CGGT 

610 620 630 

1050 1O60 1070 1080 1090 1100 1110 

Inputs CAGTTTGACACrrTTCXriTCrrc 

:.ss..t,s:s : : mt: 

TACCAACAGAAC CA — CCTTCC TCG 

640 6S0 

1120 1130 1140 1150 ileo n 70 1180 
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OTA— GCAGAATTCTC l^l' !S: ! - 

660 CTC AGAAGCCAC CGCTG A— *~ " 

670 ^ LTGA AOTG — a 

fc» 8 0 _ ^ 

690 

190 1200 1210 

C-CCTCTCATTCA CA^AP * J : ::. • :::.. ::: 

--- -^.CTCTT--CACAA- 



700 CTCACACT 

730 



710 7 2o AUA 



1260 1270 1260 I290 



1320 



*™«ATC-- A CC^^ 

T ^0 CC CCCCCAGTA - - - ^CTACACCAACG 

GCAAc CTGGTC '' ' : : : : 

810 — CCCATAT— CCCTC CCGCCTG — 

820 830 



-TCATCOTAATAA TCCTC — CCCCCCTTTCTr ' '' ' " 

eso CC ™ G CCAGA-CCACTGC C 

Ct3U 670 



1540 isso a560 1570 



inputs ^ATCCTCCCCTCAACCACACACACTCTCACC-ACACCciccAr^r ^ 16 °° 

- : : : : . ; : - . . ... ACAGGGTGGAGCTcc *CACT-CAGAGCCCACACGAT 



AC ACCCG — CAGGAACCCC— 

.^-..N^v* 

910 920 



880 890 ^^ACAGGG- GCAG<X;CTCTGCAGAGGCCCCT 



, 1610 ^620 1630 1640 n 

inputs CAAGACCCCCACCCACTGACGTATCCCCCcrTr»» ft ^^ 1660 1670 

TGACGTATCCCCCt^TGAAAC^CTCCAGTCCTACGAGAGAAATGGCCTCTC^^ 



TCC CCCCCTG- 



g 3 Q CCGC C 

940 

inputs CCTC<nX*CTGTC^CGGA^ 1730 1740 

CCTCC-CCCACAC CCCCAAATCA CA~C^GG J >l * 1 

950 qfin CGCO GGTCAGC ATGCA 

960 970 g 80 



FIGURE 3c 
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1750 1760 1770 1780 1800 lain 

-puts TC AC CCrCCTCC,TCT GW CCCTCCC A 0 CM CXC A CCT A CCCCC,CCTC«C A CCTTC A CCC?rLcCC 



- - -CGC CGAC ACGATGTT ^kckcC Ico- 

990 1000 
1820 1830 1840 1850 I860 l fl 70 1880 

inputs ^CGCAACTCACCCTCCTCCATCCCAGG^CC^CCTCCAGCTGAGCCC^CATCTACGCCA^CTGG 



-CCGCTTATC TTCA- 

1010 



1890 

inputs CCATCCAC 



FIGURE 3d 
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ALIGN calculates a global alignment of two sequences 
vereion 2.0uPlease cite: Myers and Miller, CABIOS (1989) 

> hT268 a. a. 339 aa vs. 

> GenPept U91928 - Human clone HL.9 monocyte inhib 631 aa 
scoring matrix: parnl.20.roat, gap penalties: —12/ — 4 

23.0* Identity; Global alignment score: -64? 

10 20 30 40 . 50 60 
inputs HSPSPT^FCLCLC^-R^AQSCPLPRPSLQ^PSSLVT 1 !^ 



hTPALTALLCLCLSLCPRTRVOACPFPKPTLWAJEPCSVISWGSPVTIWCQGSLEAQ^YRiDKEGSPEPLD 
10 20 30 40 50 60 70 

70 80 90 lOO 110 . -_. 120 130 

inputs RYQ DQAVT.FIPAK:<RSLAGRYRCSyQNGSLHSLPSDQLELVATGVFAKPSLSAQPGi»AVSSGCDV 

FJINPLEPKJOLAJU^SIPSKTEHHACRYRC 

60 90 100 110 120 130 140 



inputs TLQCQT KI 

TLRCG SQKG YHH F VXMKEG El HQL PRTLDSQQLK SGG FQ ALF P VG P VAN PS H RWT^TC Y Y Y YKNT PQ V"WS H P 
150 160 170 160 190 2 00 2 10 

140 150 

inputs GFDQFALYKEGDP 



SDPLE I LP SGVS RXPSLLT LQG PVT. APGQS LTLQCGS D VGY DRFVLY KEGERD FLQRPGQQPQAGLSQAN 
220 230 240 2SO 260 270 280 

160 

inputs APYK HP ERH 

FTLGPVSPSHGGQyRCyGAHNLSSEWSAPSDPLNILKAGQiyDTVSLSAQPGPTVASGEKVTLLCQStfWQ 
290 300 310 320 330 340 350 

170 ISO 190 200 

inputs YRASFPI ITVTAAHSGTYRCYSFSSRJDPYLWS APSDPLELVVTG 

: . : : : . ::.::.:::::t. s - : : : s:,ssss-i-s 
FDTFLLTl^CAAHPPLPXRS^GAHTOfQAEFPKSPV^ 

360 370 380 390 400 410 420 

210 220 230 240 250 260 

inputs TSVTPSRLFTEPPSS — VAEFSEATAELTVSFTNKVF TTETSRS ITTSPKESD SPAGPA- 

: t • :tt. . J- - • 5- : s 5 * * " * 

HSGGSSLPPTGPPSTP<JLCRyXEVLIGVSV7\JFVLLLFL^ 

<30 440 450 460 470 480 490 

270 260 290 

inputs KQYYTKG KLVRI CLG AV I L IILAGFLAEDW HSRRKR 



FIGURE 4a 
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SPAADVQEENT,YAAVKIDTQSEDRVELDSQSPHDEDPQAVTYAP VKHSSPRREMASPPS 
510 520 S30 S40 - --. 550 560 



V .._„ V .„ lt ^ JtnJUUV1Jft y LHiLTLRSKAT£pppS2;:(;E . ppAi:psiiAT 

570 580 590 6°° 610 620 630 

inputs S 
K 



FIGURE 4b 
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from 41 to 90: score E = 6.1 

EKPVTUICQCP PCVD^-KLKKIS^ 1^.. 7Q 

^lsegrfsissltLtissvekeDsGtYtCw<.* 

hT268 7i + 1 + + + Y+O 

AVLFI PAKKRS I A AG RYRCSY S 0 



of 2. 

bT268 41 



FIGURE 5A 
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ig = domain 2 of 2, from 127 to 182: score 19-1, E = 0.1 

* ->GesvtLtCsvsgfgppg r vsvtWyf kngk. lgpsllgysys rlesgck 
G + +vtL.+ C+ + + + ++ y k+g + + + y+ + + 

hT2 6 8 "127 GCDVTLQCQTR YG FDQ FALY- KJBG Dp Ai 3 Y KN P £R WYR - - 3 6? 

axilscgrfsissltUissvekeDsGtYt:Cv\'< - * 
++++i++v++ sGtY+C 
hT268 163 KSFPX ITVTAAHSGT YRC YS 182 



FIGURE 5B 
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74 



«'^*ccc A cccgtccgctto^ ^ ^ C * A £ c 

XCA CCC ACT. TTC TTC TGT ATT COO CTG TXTT CTA CTG CAA C TC ATC ACA CAC ACT C^C £ 

CCA CXV CCC AAC c« TCC CTC CAC CCT CAC CCC A~ TCC C^C GTA CCC 4 GGT CAC TCA ^ 

JL' 1 Ij K C ° G P P DVD I j y f> r r V t 
CTT ATT CTG AGC TCC CAG CGA <~r- r r- i - r-,~ r~ y - — . ^ ^ ^ 6< 

° GA CCT CC ^ CA. GTC GA. i xA TAT CCC CTG GAG AAA CTG AAA 

PEKYe d-odf lfi p T H r r o », » 

CCG CAG AAG TAT CAA CAT CAA GAC TTT CTC TTC ATT CCA ACC ATC CAA AGA AGT. AAT CCT 
CO«: CCC TAT CCA TCC TCT TAT CAC AAT CCC ACT CAC TCC TCT CTC CCA ACT CAC CAC CTT "J 

CAC CTA ATT- CCT ACA CcV CTC TAT CCT ,1a CCC TCA CTC TCA CCT CAT CCC ACC tIa CCA 

V P ° G R D V T LICC S P Y <; r 
CTTC CCT CAA GGC ACC GAT CTC ACT CTG AAG TCC CAC AGC CCA TAC AGT TTT GAT cL TTC \\\ 

cX~ Y K EG DT cpy>: * P E k w y R A 16 < 

. CTA TAC AAA CAA CCG GAT ACT GCG CCT TAT AAG ACA CCT GAG AAA TOG TAC CGG CCC 55 4 
K F P 1 1 T VTAAHSGTYR C--Y 



25< 



84 
314 



>lAT * * * ^ J * C- -y S F 184 

^ CCC ATC ATC *CA CTG ACT CCT CCT CAC AGT CGG ACC TAC CGG TCT TAC ACC TTC 614 

*t S S S Py LWSAPSD -PLVLVVT 204 
' IXZA ' PCT CCA T ^C CTC TOG TCA CCC CCG AGT GAC CCT CTA CTG CTT CTG CTT ACT 674 

G L S *T P SQVPTEFJSFPVT ES 224 
CGA CTC TCT GCC ACT CCC AGC CAG GTA CCC ACC CAA CAA TCA TTT CCT CTG ACA CAA TCC 73 4 

S R R P S 1 L P T NK I S T T E K P M N 2 4 4 
TCC ACC AGA CCT TCC ATC TTA CCC ACA AAC AAA ATA TCT ACA ACT CAA AAG CCT ATC AAT 794 

A S P E G L S PPIG FAHQH Y .A 264 
ATC ACT GCC TCT CCA GAG GGG CTG ACC CCT CCA ATT GGT TTT CCT CAT CAG CAC TAT GCC 854 

* j; K LV R I C LGATI I I ILL G-L284 
AAG GGG AAT CTG CTC CGG ATA TCC CTT GGT GCC ACC ATT ATA ATA ATT TTC TTC GGG CTT 514 

ri* EDWK SRKKCLQHRMRAI,Q3CK 
CTA CCA GAG GAT TGG CAC AGT CGG AAG AAA TCC CTG CAA CAC AGG ATC AGA GCT .TTG CAA 974 

* P L * P ' L P L A 314 
AGG CCA CTA CCA CCC CTC CCA CTG GCC TAG 1004 

AAATAAC^TTGCerTTCA^ _ 1083 

GGACATAOTCAAG AGTIXXXX5 AGGTT AT AT AAAAAAATG ACHTCriGG AG AATAAATGCAG AGCCAACAAGGTG AAAAaAAA. 1162 
A 

1163 



FIGURE 6 
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' ' 1 I ' I 1 I 1 I ' I ' I ' I ' f 1 I 1 I I J I I I I , 



41 81 121 i6i 201 



241 281 



ILIXSLIj ?lKD WH S RKKC LQ HRH 



FIGURE 7 
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ALIGN calculates a global alignment of two sequences 
vereion 2.0uPleaee cite; Hyere and Killer, CABIOS (1989) 

> U91928 ORF IJ-^HS) 

> mT268 ORF 1893 aa V3 * 
scoring matrix: pa^HO.nat, gap penalties: -12/-4 

34. 3\ identity; Global alignment score: -836 

10 20 30 <° SO 60 

XnpUtS ^^ccccccccerc,c,ccccTccTCTCc m c<x:cTc,.cr^ 



ATCTCTCCAGCC-TCAC--CC ACTTTCTT CTGTAT- 



10 



20 30 



60 90 100 110 120 130 i4o 

^^mcCCCmcCCACCaCTGCCCTC^CCCACGCICXGTCATCAGCTGCCGGACCCCCCTGAC^ 



- -TCTGTACTGC- 
<0 



150 i6 ° 170 1E0 190 200 210 

' nrUtS "^"CTCGCCCACCCTCCCCCCCACCACTACCCACTCCT^CAGCC^GCCCCCCCCTTCCAC 



^CTCATCC AAACAC AG AG TCG-- 

50 60 70 

220 230 240 250 260 270 280 

inputs AGAAATAACCCACTGG^CCCAAG^CAAGGCCAGATTCTCCATCCCATCCATGACAGAGCACCATGCGG 



-CCCACT CCC CAAC- 

80 



-CCTTCCC-TCCACC- 
90 



290 300 310 320 330 340 350 

xnputs CGAGATACCGCTCCCACTATTACACCTCTCCACGCTGCTCACACCCCAGCGACCCCCTCGAGCTGGTGAT 



CTCACCC- CAGTTCCCTG-GTACCCCTGGGTCAG 

100 110 120 

360 370 360 390 400 410 420 

Inputs CACACGATTCTACAACAAACCCACC^CT 

-TCAC-TTATTC TGAGGTC— C — CAGGGA 

130 140 15 0 

430 440 450 460 470 480 

Input e ACCCTCC— GATGTGGCrrCACAGAAGCGATATCACCATTTTGTTCrTGATGAAGGAAGGAGA-ACACCAGCTC 

2 : : : : : 

CCTCCAGATCTGG ATTTATATCGCCTGG AG AAACTG AAA 

16 0 170 160 190 

490 500 510 S20 530 540 550 

Inputs CC<XX^AC<XrTGGACTC*CACCAGCT 



FIGURE 8a 
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— CCCCA g A 

ACTATC AAC ATCAACAC- --TTTCTCTT CATT 

200 210 22Q CATT - 



560 570 S90 60Q 



---CCAACCATCGA.^CA/,CTA---ATCCT cclr ''^ 

230 2 40 2S0 GCTAT 

260 

630 "° 650 660 670 fiR o 

lnputs ^:r cc ^ cc ^ TTcTccc ^^ 

CCATC-CTC™ T CACA-- A ^AC T C .-,--A^ T ^ 

280 ~ 290 



700 710 

input. C -"CCCCCC T CG C C,C,CCC T C,CCC T CC A CXC T CCCTCXC, TCT CCCC T ACC,CA=\%% TGrTCTCT 



720 730 740 750 V60 



-CCCA_AC 

300 31Q 



CACCACCTTCAC CTAATT CCTAC- 

320 



770 780 790 e °o eio fl?n 

lnputs 

AGGTGTC7ATGCT AAAC — CCTC 

330 3<0 ACTCTC 

350 

8< ° 850 860 870 680 oqo 

iRPUtS CTTCACCCTC - CCCTGTC ^ CCC "^^CCCCCCCAO T ACAC CT OCTATCCrCCACACAA 



COTCTCC 

AGCTCATCCCA 

360 

Xn pUtS -CCACTCC^CCCCCA^ 

CACCAGTCCC TC— A^COCAGC 

370 350 390 400 

980 990 1000 10 10 1020 in™ -.n^ 

inputs -yCACCACACCCCCCCCCCAC^ 

ACT GCCAG AG CCC AT A = Z 1 1 * z 1 • ' ' - 

41Q CAGTTTTG ATGA — 

420 

1050 I0 60 1070 1080 1090 linn 

* *" • • * i : i i j 1 1 ; • - 

ATTCG TTCT AT ACAAAG AAGGGG AT kmuJu^Lrl^l s-,s. s = • 

430 440 450 ACTCGCCCTT ATA—AO AGACCTG A 

460 470 



1120 1130 1150 nee 1170 



1180 



FIGURE 8b 
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inputs CCTCATAACTACCAOGCTOJlATTCCCCATCAGTCCTCTr»n^ 

7?, . ^CAGCCCACGCGO^ACCTACACGTGCT 

G--AAATCK;TACCCG<:CCAATTTCCCCATCATCACAGTGA ( ^r-^^. :5: " ' ' ' ' ' ' ' 5 * = : 
480 490 son tATC ^AGTG ACTCCTCCTCACAGTGGGACGTACCGGTGTT 

510 520 530 5<0 

119 0 1200 1210 

580 590 600 6 i 0 

1270 12Q 0 1290 

CCCTCCACACCTCGTCTGGCAACATACCTGGAG 



* /u 1280 1290 1 inn 
inputs ACACTCTGGAGGCTCCAGCCTCCCACCCACAGGGCCCCC^r^.^' 1320 



ACTCTCTC CCA — CTCCCACCC— AGGT— ACCCAC 



620 63Q C-GA-AGAATCATTTCCTG 

650 660 

1 330 1340 1350 1360 p7n 

C AGAATCCT CCAGGACACCTTCCA TCTTAr l-l'* 

670 680 JCTTAC-— CCACAAACAAA 

690 700 



--TCA 



iSlu 1420 1430 i/.A 
-puts ^CGrCACACCA^ACACAGCACATCTGACCAGAGAAACACTGA-r^^L 5 ! ^ t° 



1400 1<10 142Q 143Q 

ATITCCAGCGTCCICCAGGGGCTGCCCA 
710 ^ ^--^CTCCCT-C-TCCAC-AGGGGCTG 



A---TATCTAC^---CTCAA----AACCCTATCA A TATC--ACTCCCT--C-TC< 

730 740 7S0 



1470 1<80 1490 1S00 asio ,c,n 

" S CACACXCCCC ^^ACAGCCGCCTGCTCAGGAGGTCCACCCCACCTC 

ACCCCT rr - 



CAAG AAAACCTC 



° C AATTGCTTTTGCTCATCAGCA ' 

770 760 

inputs ^TATCCTCCCGTCAAGGACACAC 

TATGC ' * " ' " 

790 CAACGGGAATCTGGTC CCGATATG 

800 810 

1610 a6 2 0 1630 164Q 

input, AOCOCCA^^ACCXA^COC^ 

-CCXXCG TO ccA«AT TATAATAATTTTGT 

1660 16go 1700 

-put, --xgx^aa™^^ 

TC^C TT --C T AG---^OA CC ; T ^C ACAGTCGCAAGAA —AT 

660 870 880 



FIGURE 8c 
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1750 1760 1770 1780 1700 

inputs CCTGCTGCATCTGAAGCCTCCCAGGATGTGA- 18 °° 



1810 



- • : CCTACGCCCAGCTGCACAGCXTG ACCCTTAGACGGAAGG 

GC-CTGCAACA CACGATGAGA l.''* ' '= : = = = 

890 900 GCTTTGC ju^cg 

910 

1820 1830 1840 1850 lfifn 

CCACTA CCACC CCTCC--- - :■ = ::::: 

920 g3Q CACTGGCC-- 

1890 
inputs CCAC 



FIGURE 8d 



7853-211 (SHEET 18 OF 39) 



AI.IGN calculates a global alignment of two eequencee 

> v : T r 2 %ra?; 0uPlca9e clte: Kyere and Hiii «- c£xSn„. 9) 

> CenPept U91928 - Huznan clone «L9 monocyte inhib I" " " 

scoring matrix: pan,! 2 0 . cnat , gap penalties^ -12/-4 

20. 3\ identity- nlnhAl ,k„ 

OIODal alignment score: -80 



10 20 30 40 . 50 



2 

60 



inputs ^P..SPTrFCICLCVLQVir^OSCPL P KP S LQAQP S SL V P L COSV I LRCC>3P?D TOL v R ^, x _^ £r _ v ^ 
KXP^LCLCLSLCPRTRVQ^CPrp™ 

40 50 60 ?0 

70 60 90 100 no 

inputs DQDFL 



L nput s TLKC--QSPY- 



TLPCCSQKC,HHr^KK£ C EKOLPRTLD S OQLH S CC F Q^rPVCP W PSHR«rTCryyyH, IT PQ WS - 

150 160 170 180 190 200 2 "l0 

inputs 140 150 

SFDEFVLYKEGD 



SOPLEILPSCVSRXPSLLTLCCPVLAPCQSLTLQCGSDVC^OP^^CrP^-LQRPC^PQAGI.SQ^ 
220 230 240 250 260 270 260 

input, TG Py K ^ ^° H __ 

FTLGPVSPSHCCQYRCrG^SSEHSAPSDPLNII^GQIYD^SLSAQPGP^ASGE^LLCQSWV.-Q 
290 300 310 320 330 340 350 

lnn ,.,., 170 160 190 200 

P _ YRANFPIITVTAAHSCTYRCrSFSSSSPi-LHSAPSDPLVLWTG 

FOTFLLTKECAAHPPl.RLRihnfCXiIKrQA£FPHSPVTSAHAGTYRCYGSYSSK^ 

360 370 380 390 400 410 420 



210 220 
Inputs I.SATPSQVPTEES FPV 

*•-!»!. s . 

HSGGS 



SLPPTGPPSTPGr^RY^VLtGVSVAXVI^FT^FXLLRRQP^SKHRTSDORKTDFQRPAGAAE 
430 440 «0 460 470 460 490 

, ' 230 240 250 260 270 

inputs TESS RRPS ILPTNKISTTEKPHNI— TASPEGLSP-PICFAH — QHYAKGHLVR — I 
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Tc PKDRGLLRRS S PAADVQEENLYAAVyjDTQSEDRVTLDSQS PHBZ D PQ AVT^ AJ 5 VT>_H S S PRP^ZMAS PPS 
500 510 520 530 540 S50 560 

280 290 300 ' ~ 310 
Inputs CLG ATI III LLC LLAXDWTi S RKXCLQHRKRALQRPL PP LPL 



S LSG £ FLDT KD RQVT ED RQf-GDTE AAA S EA^SQ DVT ^AQLH S LTXPvRXATE P P PSQEG iPP^JCPS I Y ATL-A I 
570 580 S90 600 610 620 630 



H 
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2, f^ om 42 tQ 91 . £core iQ2 ^ £ = x ^ 

« CQSVILRCQGP PDVDLV.RLEUK;-^„_„^^J„ ?1 

^l S egrfsissltLtissvekeDsGtytCw<-* 



ruT2 6 8 72 __ L 1 + e++++C Y+C 



^ ' V- 1 T T -TAJ i tL 

-DFLFIPTHERSRAGRVRCSY 91 
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nT2C6 126 



2 ° f 2 ' 12e T to I".- score 9.6, E = 1 g 

c^KcosP-vsrosrv,?-^; ^pLcw-y 162 

^ilsegr£sissltLtissvekeDsGtYtCVv'<- • 
J ^ "FPIITVTAAHSGTYRCYS i 83 
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ALTON calculates a oloh^l Alignment of two cequejicea 
vereion 2.0uPlease cite: Hyers and Killer, CABIOS (1989) 

> hT2 68 n.n. , rt 

33 9 vs. 

> mT2 68 ^.a. "->,-, 

3 13 

scoring wtrix: p^20.mti, gap penalties: -12/--<I 
"6<1.4% identity; -Global aliguncnt score: 1011 

. 10 20 30 . 40 50. * 60 ■ 

^^PTrFClGLXTVI^VIO^ 

10 20 30 <° 50 60 70 

7 0 80 90 100 110 120 130 

inputs Q~^FIPA>C<P^LACRYRCSYONCS^^ 

ODrLFIPTKZRSMACRYPXSYQW 

60 50 100 110 120* * 130 - 1<0 

^50 160 170 180 19 0 20 0 

inputs F DQ FAX YKEG DpAP YKNPZ RWY PAS F PI ITVTAAHSGTYRCY S FSSRD? YI^WS A.PS DPL/ECV'VTCTSVT P 

FDEFVLYy^GDTGPYTCRPEKWYRAITrPI ITVTAAKSGTYRCYSFSSSSPYLWSA^SDPLVLVVTCLSATP 
150 160 170 180 190 200 210 

210 . 22 0 230 2<0 250 260 270 I 

inputs SPXPTEPPSSVAXFSCATAXL^VSm^^ 

SQVPTEE^FF\rrE^SRRPSILP---TNXISTT£KJ>>G^ITA^PEGLSPPIGF 

22 0 230 240 250 260 270 

280 290 3 00 310 320 330 

inputs LIILAGFIAEDWHSRRKRLRHRGRAVQRPLPPLP 

" • •••• «.*..... « *. a « * 

IIILLGU^DWHSRi^Ct^KRha*^^ 

280 290 300 310 
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0 input liter 
H titer after subtraction 
HI titer after postive selection 




Rounds of Selection 
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n U937/GPYI 




a MB tm 00 

CLONE ID 
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n gpvi-Fc 

■ TANGQ76-FC 
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CLONE IO 
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Oat8L013 
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10° ID 1 V6 2 io 3 io 4 




10 u 10 1 10 Z IO 3 1<T 
«1,2Ab 



Data.016 




10° to 1 10 2 10 3 " 10 4 
scFvO 




10° 10 1 10' '10° 1Cf 
scFvl 



o 

CM 



c 

3 



D**a.017 




10° 10 1 10 2 10 3 to' 1 
scFv4 




10° ID 1 10 2 10 3 IO 4 
scFv5 



Deia.019 




10° to 1 io 2 to 3 10 4 

scFvfi 




io u io 1 itr t<r itr 

scFv7 



scFvl:A4 

scFv2:B4 

scFv3:A9 

scFv4:C3 

scFv5:C9 
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